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3 <110> APPLICANT: FMC Corporation 

4 CHEN, Ruihua 

5 HALLING, Blaik P. 

6 CHAGUTURU, Munirathan K. 

7 ALLENZA, Paul 

8 YUHAS, Debra A. 

10 <120> TITLE OF INVENTION: Hemipteran Myosin Light Chain Kinase 
12 <130> FILE REFERENCE: 60289-USA 
14 <140> CURRENT APPLICATION NUMBER: 10/528,631 
C--> 15 <141> CURRF^T FILING DATE: 2005-03-22 

17 <150> PRIOR APPLICATION NUMBER: 60/413/720 

18 <151> PRIOR FILING DATE: 2002-09-26 
20 <160> NUMBER OF SEQ ID NOS : 6 

22 <170> SOFTWARE: Patentln version 3.3 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 2517 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Aphis gossypii 

29 <400> SEQUENCE: 1 

30 gaatttagag tgtacgctga aaatgtgtat ggtagaagta aacctagtga agtatcacct 60 
32 attgtaaaaa caaaagagtt gttgaaaaaa ccaccaaaaa ctaaacgtta cgaagttgat 12 0 
34 gaaactggca aaaaaattag aggaaaagca gatggcaata ttaaagatta cgaccaatat 180 
3 6 gtttttgaca tttattcaaa atacatacca caaccagtgg atattaaaac acaatccgta 24 0 
38 tatgattatt atgacatatt agaagaaatc ggaactggtg catttggagt agtacaccgt 300 
40 tgtagggaac gtaaaactgg aaatattttt gctgccaaat ttataccagt agcacataat 360 
42 gttgaaaaag aattaattaa aaaagaaatt gacataatga accaacttca tcatccgaaa 42 0 
44 ttgatcaatt tgcatgatgc tttcgaagat gaagatgaaa tggtcttaat attcgaattt 480 
46 ttgtctggag gagagctatt tgaaaggatc acctcagaag gatactcaat gtccgaagca 540 
48 gaagtgatca actatatgcg acagatatgt gaagctatta agcatatgca tgaaagaaat 600 
50 atcattcatt tagatatcaa accagaaaat ataatgtgcc agacaaagaa gagttcaaat 66 0 
52 gtaaaactca tcgattttgg attggcaacg aagttggatc ctaacgaaat cgttaagata 720 
54 tcgacgggaa ctgctgagtt tgcggctcca gaaatagttg aaagagaacc agttggtttc 780 
56 tatacagaca tgtgggctgt tggtgtcttg gcatatgttc ttctgagtgg gctgtcacca 840 
58 ttcgcaggag aaaacgacgt agagacgctt aaaaacgtga aagcttgtga ctgggacttt 900 
60 gatgaagata cctttaacat agtttcagac gaaggaaaag attttatcag acgacttttg 960 
62 attaaaaaca aagaaaaacg aatgacagct cacgaatgtt taatacatcc ttggctgatg 102 0 
64 ggagaccact ccgatcgtac agctgcactc aactcgtcca attacacaaa aatcagagat 1080 
66 caaattcgca aaaaatacag tgattgggat tcgtttgctc taccacttgg aagaatatca 1140 
68 gaatacagtg ctctcagaaa gcttatggta gagaaatata aaatatacga aagctcgttt 1200 
70 gatcggcgac aagcagctcc acggttcgtt attaagcctc aaagtgcatt ctgctacgaa 1260 
72 ggacaaagtg tcaagttcta ctgtcgtgtt attgctgtag cacaaccgac attgtcatgg 1320 
74 ttccataata acgaagaatt aagacaaagt gttaaattca tgaagcgata tgctggtgaa 13 80 
76 gattacacgt tcattatcaa tagagctaag cttgatgata gaggagaata tataataaga 1440 
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78 gctgaaaata cctatggcta tagggaagaa gtcgtattcc tcaacgtaca acctttgcca 1500 
80 aaagcagcac cggtatacag acatgaagtc caacaagtca gaagacgaga accactcgct 1560 
82 aatacatatt atatcgaaga gaaggaaagt gcaccaaatt tcaccttctt attacgacct 162 0 
84 cgtgtcatac aaatacatca aacttgcaag ttactgtgct gtttaagtgg cacgccaata 1680 
86 ccaactatac aatggttcag aggaaccaaa gagctatcta agcgtgatta caccattacc 1740 
88 catacggatg gtgtgattac attggaaatt attgactgca agcctgaaga ctcaggcaaa 1800 
90 tatcgctgtg ttgccactaa tgtgcacggc acagacgaaa ccagctgcgt agtgattgta 1860 
92 gaaggtactg aacaaagcca agagcaggca gagttatcac ataatttact tcactcagat 192 0 
94 cgcaggtaca ccgatcagca tcatttcaga cccgcgccaa cggtcattac caagcgcacc 1980 
96 gccatcactt ccaacgtgca cggaagcagt tcggtgtctt caaaccaatc catcaccacc 2040 
98 aactcatcaa cgaaaatcag cgacacgacc gttacctcaa ccgacaggaa gagcgtcaaa 2100 
100 aaatacggca ataaactgaa cgcgattgga agtccgtcaa gatcccgtag ttctacaaaa 2160 
102 gaattaagat tatcacccga tgaagccatg tgccctccgg acttttctac tcgcttagtc 2220 
104 gatacatctg tcaatgacgg acagtcgcta gaacttgtat gtaaagtgac cggcgatccg 2280 
106 gagccacaaa tcacatggtt aaagaacgga aaagctatca gttcatctaa cgtcttagat 2340 
108 ctgaaataca aaaaccgatt agcgacgttg aagatcaatg aagtattccc cgaagatgct 2400 
110 ggagaatata tctgcaaagc taccaactcg ttgggaatga aggaaacaag ttgcaaactc 2460 
112 acagtcaaag ctgtggacgt atccaaaaac aaaagccgaa acgacttgcc tccagta 2517 
115. <210> SBQ in NO: ? ; 

116 <2ii> LENGTH: 83*3 

117 <212> TYPE: PRT 

118 <213> ORGANISM: Aphis gossypii 
12 0 <400> SEQUENCE: 2 

122 Glu Phe Arg Val Tyr Ala Glu Asn Val Tyr Gly Arg Ser Lys Pro Ser 

123 15 10 15 

126 Glu Val Ser Pro lie Val Lys Thr Lys Glu Leu Leu Lys Lys Pro Pro 

127 20 25 30 

130 Lys Thr Lys Arg Tyr Glu Val Asp Glu Thr Gly Lys Lys lie Arg Gly 

131 35 40 45 

134 Lys Ala Asp Gly Asn lie Lys Asp Tyr Asp Gin Tyr Val Phe Asp lie 

135 50 55 60 

138 Tyr Ser Lys Tyr lie Pro Gin Pro Val Asp lie Lys Thr Gin Ser Val 

139 65 70 75 80 

142 Tyr Asp Tyr Tyr Asp lie Leu Glu Glu lie Gly Thr Gly Ala Phe Gly 

143 85 90 95 

146 Val Val His Arg Cys Arg Glu Arg Lys Thr Gly Asn lie Phe Ala Ala 

147 100 105 110 

150 Lys Phe lie Pro Val Ala His Asn Val Glu Lys Glu Leu lie Lys Lys 

151 115 120 125 

154 Glu lie Asp lie Met Asn Gin Leu His His Pro Lys Leu lie Asn Leu 

155 130 135 140 

158 His Asp Ala Phe Glu Asp Glu Asp Glu Met Val Leu lie Phe Glu Phe 

159 145 150 155 160 

162 Leu Ser Gly Gly Glu Leu Phe Glu Arg lie Thr Ser Glu Gly Tyr Ser 

163 165 170 175 

166 Met Ser Glu Ala Glu Val lie Asn Tyr Met Arg Gin lie Cys Glu Ala 

167 180 185 190 

170 lie Lys His Met His Glu Arg Asn lie lie His Leu Asp lie Lys Pro 

171 195 200 205 
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174 


Glu 


Asn 


He 


Met 


Cys 


Gin 


Thr 


Lys 


Lys 


Ser 


Ser 


Asn 


Val 


Lys 


Leu 


He 


175 




210 










215 










220 










178 


Asp 


Phe 


Gly 


Leu 


Ala 


Thr 


Lys 


Leu 


Asp 


Pro 


Asn 


Glu 


He 


Val 


Lys 


He 


179 


225 










230 










235 










240 


182 


Ser 


Thr 


Gly 


Thr 


Ala 


Glu 


Phe 


Ala 


Ala 


Pro 


Glu 


He 


Val 


Glu 


Arg 


Glu 


183 










245 










250 










255 




186 


Pro 


Val 


Gly 


Phe 


Tyr 


Thr 


Asp 


Met 


Trp 


Ala 


Val 


Gly 


Val 


Leu 


Ala 


Tyr 


187 








260 










265 










270 






190 


Val 


Leu 


Leu 


Ser 


Gly 


Leu 


Ser 


Pro 


Phe 


Ala 


Gly 


Glu 


Asn 


Asp 


Val 


Glu 


191 






275 










280 










285 








194 


Thr 


Leu 


Lys 


Asn 


Val 


Lys 


Ala 


Cys 


Asp 


Trp 


Asp 


Phe 


Asp 


Glu 


Asp 


Thr 


195 




290 










295 










300 










198 


Phe 


Asn 


He 


Val 


Ser 


Asp 


Glu 


Gly 


Lys 


Asp 


Phe 


He 


Arg 


Arg 


Leu 


Leu 


199 


305 










310 










315 










320 


202 


He 


Lys 


Asn 


Lys 


Glu 


Lys 


Arg 


Met 


Thr 


Ala 


His 


Glu 


Cys 


Leu 


He 


His 


203 










325 










330 










335 




206 


Pro 


Trp 


Leu 


Met 


Gly 


Asp 


His 


Ser 


Asp 


Arg 


Thr 


Ala 


Ala 


Leu 


Asn 


Ser 


207 








340 










345 










350 






210 


Ser 




Tyr 


Thr 


T.ys 


Tie 


Arc 


Asp 


Gin 


lie 


Arg 


Lys 


Lys 


Tyr 


Ser 


Asp 


211 






355 










360 










365 








214 


Trp 


Asp 


Ser 


Phe 


Ala 


Leu 


Pro 


Leu 


Gly 


Arg 


He 


Ser 


Glu 


Tyr 


Ser 


Ala 


215 




370 










375 










380 










218 


Leu 


Arg 


Lys 


Leu 


Met 


Val 


Glu 


Lys 


Tyr 


Lys 


He 


Tyr 


Glu 


Ser 


Ser 


Phe 


219 


385 










390 










395 










400 


222 


Asp 


Arg 


Arg 


Gin 


Ala 


Ala 


Pro 


Arg 


Phe 


Val 


He 


Lys 


Pro 


Gin 


Ser 


Ala 


223 










405 










410 










415 




226 


Phe 


Cys 


Tyr 


Glu 


Gly 


Gin 


Ser 


Val 


Lys 


Phe 


Tyr 


Cys 


Arg 


Val 


He 


Ala 


227 








420 










425 










430 






230 


Val 


Ala 


Gin 


Pro 


Thr 


Leu 


Ser 


Trp 


Phe 


His 


Asn 


Asn 


Glu 


Glu 


Leu 


Arg 


231 






435 










440 










445 








234 


Gin 


Ser 


Val 


Lys 


Phe 


Met 


Lys 


Arg 


Tyr 


Ala 


Gly 


Glu 


Asp 


Tyr 


Thr 


Phe 


235 




450 










455 










460 










238 


He 


He 


Asn 


Arg 


Ala 


Lys 


Leu 


Asp 


Asp 


Arg 


Gly 


Glu 


Tyr 


He 


He 


Arg 


239 


465 










470 










475 










480 


242 


Ala 


Glu 


Asn 


Thr 


Tyr 


Gly 


Tyr 
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Glu 


Glu 


Val 


Val 


Phe 


Leu 


Asn 


Val 


243 










485 










490 










495 




246 


Gin 


Pro 


Leu 


Pro 


Lys 


Ala 


Ala 


Pro 


Val 


Tyr 


Arg 


His 


Glu 


Val 


Gin 


Gin 


247 








500 










505 










510 






250 


Val 


Arg 


Arg 


Arg 


Glu 


Pro 


Leu 


Ala 


Asn 


Thr 


Tyr 


Tyr 


He 


Glu 


Glu 


Lys 


251 






515 










520 










525 








254 


Glu 


Ser 


Ala 


Pro 


Asn 


Phe 


Thr 


Phe 


Leu 


Leu 


Arg 


Pro 


Arg 


Val 


He 


Gin 


255 




530 










535 










540 










258 


He 


His 


Gin 


Thr 


Cys 


Lys 


Leu 


Leu 


Cys 


Cys 


Leu 


Ser 


Gly 


Thr 


Pro 


He 


259 
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555 
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He 
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Trp 
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565 
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He 


Thr 
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Asp 


Gly 


Val 


He 
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Leu 
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He 


He 


Asp 
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Cys 


Lys 


Pro 


Glu 


Asp 


Ser 


Gly 


Lys 


Tyr 


Arg 


Cys 


Val 


Ala 


Thr 


Asn 


Val 
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271 


595 








600 










605 








274 


His Gly Thr Asp 


Glu 


Thr 


Ser 


Cys 


Val 


Val 


He 


Val 


Glu 


Gly 


Thr 


Glu 


275 


610 






615 










620 










278 


Gin Ser Gin Glu 


Gin 


Ala 


Glu 


Leu 


Ser 


His 


Asn 


Leu 


Leu 


His 


Ser 


Asp 


279 


625 




630 










635 










640 


282 


Arg Arg Tyr Thr Asp 


Gin 


His 


His 


Phe 


Arg 


Pro 


Ala 


Pro 


Thr 


Val 


He 


283 




645 










650 










655 




286 


Thr Lys Arg Thr 


Ala 


He 


Thr 


Ser 


Asn 


Val 


His 


Gly Ser 


Ser 


Ser 


Val 


287 


660 










665 










670 






290 


Ser Ser Asn Gin 


Ser 


He 


Thr 


Thr 


Asn 


Ser 


Ser 


Thr 


Lys 


He 


Ser 


Asp 


291 


675 








680 










685 








294 


Thr Thr Val Thr 


Ser 


Thr 


Asp 


Arg 


Lys 


Ser 


Val 


Lys 


Lys 


Tyr 


Gly 


Asn 


295 


690 






695 










700 










298 


Lys Leu Asn Ala 


He 


Gly 


Ser 


Pro 


Ser 


Arg 


Ser 


Arg 


Ser 


Ser 


Thr 


Lys 


299 


705 




710 










715 










720 


302 


Glu Leu Arg Leu 


Ser 


Pro 


Asp 


Glu 


Ala 


Met 


Cys 


Pro 


Pro 


Asp 


Phe 


Ser 


303 




725 










730 










735 




306 


Thr Arg Leu Val 


Asp 


Thr 


Ser 


Val 


Asn 


Asp 


Gly 


Gin 


Ser 


Leu 


Glu 


Leu 


307 


...... - 740 










745 










750 






310 


Val Cys Lys Val 


Thi: 


Gly 


Asp 


Pic 


Glu 


Pre 


Gin 


lie' 


Thr 


Trp 


Leu 


Lys 


311 


755 








760 










765 








314 


Asn Gly Lys Ala 


He 


Ser 


Ser 


Ser 


Asn 


Val 


Leu 


Asp 


Leu 


Lys 


Tyr 


Lys 


315 


770 






775 










780 










318 


Asn Arg Leu Ala 


Thr 


Leu 


Lys 


He 


Asn 


Glu 


Val 


Phe 


Pro 


Glu 


Asp 


Ala 
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790 










795 
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Gly Glu Tyr lie 


Cys 


Lys 


Ala 


Thr 


Asn 


Ser 


Leu 


Gly Met 


Lys 


Glu 


Thr 


323 




805 










810 










815 




326 


Ser Cys Lys Leu 


Thr 


Val 


Lys 


Ala 


Val 


Asp 


Val 


Ser 


Lys 


Asn 


Lys 


Ser 


327 


820 










825 










830 






330 


Arg Asn Asp Leu 


Pro 


Pro 


Val 




















331 


835 


























334 


<210> SEQ ID NO: 


3 
























335 


<211> LENGTH: 20 
























336 


<212> TYPE: DNA 


























337 


<213> ORGANISM: 


Artificial Sequence 
















339 


<220> FEATURE: 


























340 


<223> OTHER INFORMATION 


: Synthetic Construct 










342 


<400> SEQUENCE: 


3 
























343 


agtggacagc gcaattatca 






















346 


<210> SEQ ID NO: 


4 
























347 


<211> LENGTH: 21 
























348 


<212> TYPE: DNA 


























349 


<213> ORGANISM: 


Artificial Sequence 
















351 


<220> FEATURE: 


























352 


<223> OTHER INFORMATION 


: Synthetic Construct 










354 


<400> SEQUENCE: 


4 
























355 


gttaccgtag ccgatgtcag a 






















358 


<210> SEQ ID NO: 


5 
























359 


<211> LENGTH: 21 
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360 <212> TYPE: DNA 

361 <213> ORGANISM: Artificial Sequence 

363 <220> FEATURE: 

364 <223> OTHER INFORMATION: Synthetic Construct 

366 <400> SEQUENCE: 5 

367 gaatttagag tgtacgctga a 21 

370 <210> SEQ ID NO: 6 

371 <211> LENGTH: 20 

372 <212> TYPE: DNA 

373 <213> ORGANISM: Artificial Sequence 

375 <220> FEATURE: 

376 <223> OTHER INFORMATION: Synthetic Construct 

378 <400> SEQUENCE: 6 

379 tactggaggc aagtcgtttc 20 
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